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Propositions

Accompanying the thesis
Managing Biological Data in Pathways and Networks

by Martina Summer-Kutmon

1. Pathways are intuitive and visual representations capturing our knowledge
and understanding of complex biological processes. (Chapter 3)

2. The purpose of data visualization is presenting information in a better and
more understandable way rather than just creating a nice looking figure.
(Chapter 4,5,7)

3. One of the largest challenges in modern (biological) science is making use of
the wealth of information already available. (Chapter 6)

4. Complex biological networks tend to look like large hairballs that are difficult
to interpret, but there are methods to untangle the hairballs to highlight the
interesting and remove the irrelevant parts in the networks (Chapter 6,7)

5. Connecting pathways to related information in relevant online databases and
literature allows them to become effective and intuitively useful information
hubs.

6. The value of data is greater when it is findable, accessible, can be combined
with other datasets and can be re-used in future research.

7. Biological systems are complex and constantly changing, and therefore re-
quire more dynamic experiments and analysis methods.

8. Tools for open source software development like mailing lists, wikis and issue
trackers help communities to reach more collaboration and better quality.
(valorization)

9. A knotty puzzle may hold a scientist up for a century, when it may be that
a colleague has the solution already and is not even aware of the puzzle that
it might solve (Isaac Asimov).

10. In modern multidisciplinary research it is very important to understand each
others language.

11. Bioinformatics analysis of experimental data is more than a little magic.


