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Linking the Epigenome and transcriptome 

Integration and visualization of omics data 

Propositions 

1. Without integration of prior knowledge, we limit ourselves to our 
knowledge. (Chapter 2) 

2. Visualization of time-dependent gene expression and interactions 
increases our understanding the role of time-dependent exposure. 
(Chapter 2) 

3. Before we can identify novel targets for cancer treatment, we have 
to understand the transcriptomic – epigenome profiles of our in vitro 
models. (Chapter 3) 

4. To deepen our understanding of persistent organic pollutants and 
heavy metals, we should not only look into population-wide but also 
in sex-specific genomic profiles. (Chapter 4) 

5. In population studies with a relative small sample size, M-values are 
a better measure to express DNA methylation in comparison to the 
β-values. (Chapter 5)  

6. The sum of omics integration provides novel biological insights, 
however data characteristics strongly affect the biological 
connection.(this thesis)  

7. To accelerate scientific discoveries, we should share and annotate 
our findings, good and bad, so other researchers do not have to 
repeat the same experiment. 

8. Computational biology is like looking at the universe: when you look 
at the night sky long enough, you will not only see stars but discover 
more and more.  

9. The generation of large data sets provides us with plenty of 
information. The challenge is to integrate these different layers to 
understand cellular biology. By taking small steps, connecting related 
layers, we can continue to work and reconstruct the cell. In the future, 
these small steps transform into a journey going from DNA to genes, 
from genes to proteins, and everything in between. This would be the 
holy grail of omics integration. 

10. If I have seen further it is by standing on the shoulders of Giants. ― 
Isaac Newton 
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